Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.009 Å; R factor = 0.024; wR factor = 0.066; data-to-parameter ratio = 13.7.
. For specialized crystallization techniques, see: Harrowfield et al. (1996) .
Experimental
Crystal data [Pb(C 13 Table 2 Hydrogen-bond geometry (Å , ). (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
The authors thank the Islamic Azad University for support. [[[bis(methanol-O) (Maurya et al., 2002; Abboud et al., 2007; Zhang & Liu, 2009; Hao et al., 2010) . In each of these, the ligand coordinates in a tridentate mode with the terminal 4-pyridyl-N atom being non-coordinating. In a recently reported Pb II structure, all four donor atoms were involved in coordination leading to a zigzag chain (Shahverdizadeh et al., 2011) . A similar mode of coordination was found in the title lead(II) complex, (I), with complete details described herein.
catena-Poly
The crystallographic asymmetric unit of (I), Fig Table 2 .
Experimental
A solution of methyl 2-pyridyl ketone (15 mmol) in MeOH (25 ml) was added drop-wise to a solution of 4-pyridinecarboxylic acid hydrazide (15 mmol) in MeOH (15 ml). The mixture was refluxed for 6 h. The white precipitate was removed by filtration and recrystallized from MeOH solution. Then the compound (1 mmol) was placed in one arm of a branched tube (Harrowfield et al., 1996) and a mixture of lead(II) acetate (1 mmol) and sodium perchlorate (1 mmol) in the other. Methanol was then added to fill both arms, the tube sealed and the ligand-containing arm immersed in a bath at 333 K, while the other was left at ambient temperature. After 2 weeks, crystals had deposited in the arm held at ambient temperature. They were filtered off, washed with acetone and ether, and air dried. Yield: 66%; M.pt.: 516 K.
supplementary materials sup-2 Refinement
The O-and C-bound H-atoms were placed in calculated positions [O-H = 0.84 Å; C-H = 0.95-0.98 Å, U iso (H) = 1.2-1.5U eq (parent atom)] and were included in the refinement in the riding model approximation. The atoms comprising the coordinated methanol molecules (and anion) exhibit greater thermal motion than the other atoms in the structure. No evidence for resolvable disorder was found, however.
Figures Fig. 1 . The asymmetric unit of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. The molecular structure has been expanded to indicate the µ 2 -bridging mode of the tetradentate ligand. Symmetry operations i: x, 0.5 -y, -1/2 + z; ii: x, 1/2 + y, 0.5 -z. catena-Poly [[[bis(methanol-κO) 
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